BIOTECHNOLOGY *0 e^-S 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gOV or phone 703-306-4119 (R Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://www.uspto.gov/web/oflices/pac/checker 

Applicants submitting genetic sequence infonnation electronically on diskette or CD-Rom should be aware that there 

a possibility that-the disk/CD-Rom may have been affected by treatment given to all incoming-mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/docnments.htm> , EFS Submission 

User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlingtoui VA 22202 

3. Hand Cari7 directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Floor, Exanuner Name, 
Sequence Infonnation, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 Soufli Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Maihoom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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OIPE 



RAW SEQUENCE LISTING DATE: 01/15/2002 

PATENT APPLICATION: US/10/024,130 TIME: 19:09:28 

input set : A:\PTO.VSK.txt t W»Ci NO' GOmpiV 

output set: N:\CRr3\01152002V024130.raw P^^^^,„ 

5 <110> APPLICANT: Stevens / Donna 

6 Wang, Michelle 

7 Rice, John 

8 Lanning, Beth, 

9 Broadwell, David 

10 Glassbrook, Norman 

11 Sevala, Veeresh 

12 Crawford, John, 

13 Stewart, Sandy ^ ■ - 4- 
15 <120> TITLE OF INVENTION: Methods for Determining Squalene Synthase Activity 
17 <130> FILE REFERENCE: 2148US; 43400.0008.6 

q-^4> 19 <140> CURRENT APPLICATION NUMBER: US/10/024,130 
0^^> 19 <141> CURRENT FILING DATE: 2001-12-17 

19 <lbO> NUMBER OF SEQ ID NOS : 13 

21 <170> SOFTWARE: Patentin version 3.1 



ERRORED SEQUENCES 



E--> 
E--> 

E--> 



E--> 



433 

434 

435 

436 

438 

439 

440 

442 

443 

445 

446 

448 

449 

451 

452 

461 

463 

46 

4661 

46 

46 

47 



<:210> SEQ ID NO ^13 ; 
<211> LENGTH :( ^38^ yl/.Xjt-"^ 
<212> TYPE: PRT 

<213> ORGANISM: Arabidopsis thaliana 
<400> SEQUENCE: 13 

Met His His His His His His Ser Ser Gly Leu Val Pro Arg Gly Ser 

^' 5 10 15 

Glv Met Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg Gin His Met Asp 

20 25 30 

Ser Pro Asp Leu Gly Thr Asp Asp Asp Asp Lys Ala Met Ala Asp He 

35 40 45 

Gly Ser Met Gly Ser Leu Gly Thr Met Leu Arg Tyr Pro Asp Asp He 

50 55 60 

Tyr Pro Leu Leu Lys Met Lys Arg Ala He Glu Lys Ala Glu Lys Gin 
65 70 75 80 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/024,13 0 



DATE: 01/15/2002 
TIME: 19:09:29 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF3\0il52002\J024130.raw 



L:19 M:270 C: Current Application Number differs, Replaced Current Application No 
L:19 M;271 C: Current Filing Date differs, Replaced Current Filing Date 
L:461 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:13 
M:332 Repeated in SeqNo=13 

L:466 M:333 E: Wrong sequence grouping, Amino acids not in groups! 

L:466 M:320 E: (I) Wrong Nucleic Acid Designator, NUMBER OF INVALID KEYS : 1 

L:470 M:252 E: No. of Seq . differs, <211>LENGTH : Input : 438 Found:81 SEQ:13 
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